Recent discoveries of single-gene influences on social behaviour have generated a great deal of interest in the proximate mechanisms underlying the expression of complex behaviours. Length polymorphism in a microsatellite in the regulatory region of the gene encoding the vasopressin 1a receptor (avpr1a) has been associated with both inter-and intra-specific variation in socially monogamous behaviour in voles (genus Microtus) under laboratory conditions. Here, we evaluate the relationship between avpr1a length polymorphism and social associations, genetic monogamy and reproductive success in free-living prairie vole, M. ochrogaster, populations. We found no evidence of a relationship between avpr1a microsatellite length and any of our correlates of either social or genetic monogamy in the field. Our results, especially when taken in conjunction with those of recent experimental studies in seminatural enclosures, suggest that avpr1a polymorphism is unlikely to have been a major influence in the evolution or maintenance of social monogamy in prairie voles under natural conditions. Ó 2010 The Association for the Study of Animal Behaviour. Published by Elsevier Ltd. All rights reserved.
Recent interest in the proximate mechanisms underlying complex behaviour has led to the discovery of single genes with large effects on both neurobiological and behavioural variation (Robinson et al. 2008) . Both genetic and neuroendocrine influences on a particular type of behaviour may be remarkably conserved across taxa; for example, the peptides oxytocin and vasopressin (and their nonmammalian homologues) affect similar social behaviours in vertebrate and invertebrate species (Goodson & Bass 2001; Donaldson & Young 2008) . The gene that codes for the vasopressin 1a receptor (V1aR) in the mammalian brain, avpr1a, has been suggested to be a regulator of complex behaviour, and it is of particular interest because of its apparent effects on socially monogamous behaviour in mammals. Although most research has taken place with voles in the genus Microtus, particularly the socially monogamous prairie vole, M. ochrogaster (Hammock & Young 2005; Hammock et al. 2005) , influences of avpr1a length on social behaviour are not limited to rodents. A recent study found correlations between avpr1a polymorphism and social behaviour in humans (Walum et al. 2008) .
There is extensive evidence that variation in neural V1aR expression influences social behaviour both within and among species (Pitkow et al. 2001; Young et al. 2001; Hammock & Young 2005; Ophir et al. 2008) . In particular, variation in V1aR expression in areas of the brain making up the 'pair-bonding circuit' has been associated with variation in socially monogamous behaviour (Pitkow et al. 2001; Young et al. 2001) . For example, experimental modification of neural expression of V1aR generates meadow voles, M. pennsylvanicus, and house mice, Mus musculus, that exhibit social behaviour typical of socially monogamous prairie voles, rather than the nonmonogamous behaviour that is typical of their species (Young 1999; Lim et al. 2004) . These and other studies demonstrate that variation in neural V1aR expression results in variation in social behaviour.
It has been suggested that both within-and among-species variation in neural V1aR is associated with a length polymorphism in the regulatory region of the avpr1a gene, which codes for V1aR (Pitkow et al. 2001; Hammock & Young 2005; Hammock et al. 2005) . In particular, longer avpr1a microsatellites appear to be associated with increased V1aR expression in the pair-bonding circuit and 'more monogamous' behaviour (i.e. increased social contact) by male prairie voles in the laboratory (Hammock & Young 2005) . Thus, it seems that the avpr1a length polymorphism influences neural V1aR expression, which in turn influences social behaviour.
